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The A/C pMLST scheme uses internal fragments of the following 4 genes: 

 repA: replication gene 

 parA: putative partitioning gene 

 parB: putative partitioning gene 

 053: putative partitioning gene 

Primer Sequence (5’-3’) Primer information Amplicon size (bp) 

repA-F AAGAGAACCAAAGACAAAGAC 
Amplify repA 982 

repA-R GCTGCTTACGCTTGTTGGA 

parA-F AAAAGTAATCAGCTTCGCCA 
Amplify parA 780 

parA-R TAGCCCACCTTCTCTAATAG 

parB-F TGTCCGAACTTGCTAAAGC 
Amplify parB 1128 

parB-R CTGACACAGGCACATGAA 

053-F AGATCTCACAGGACATGAA 
Amplify 053 250 

053-R TTCAAGAACGAAGACCTGT 

Amplification of the four loci used in PMLST was performed with KAPA HiFi DNA 
polymerase (KAPA Biosystems) with cycling program:  

95°C for 3min; 25 cycles of 98°C for 20sec, 60°C for 15 sec 72°C for 30 sec and a 
final extension of 72°C for 3min. 
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